x * ,2 = argmin xj,2∈Ωx i,1 f (x i,1 , x j,2 ), (1) where f (·, ·) is the ambiguity resolution value (ARV) between an interaction in replicate 1 and an overlapping interaction in replicate 2. The three supported ambiguity resolution methods are depicted in figure 1D of the main manuscript.
To estimate irreproducible discovery rates, IDR2D uses a two-component copula mixture model that is identical to the model described for the original IDR method, with one component for irreproducible interaction pairs and another one for reproducible interaction pairs. After a bijective mapping between interactions in replicate 1 and interactions in replicate 2 is established, the posterior probability that an interaction pair i denoted as (x i,1 , x i,2 ), with significance values from replicates 1 and 2 belongs to the irreproducible component is defined as
where θ irrep = π 0 and θ rep = (π 1 , µ 1 , σ 2 1 , ρ 1 ), the estimated parameters of the two components (see Li et al. [1] section 2.2.3 for details on the estimation procedure). For a definition of G, and F 1 and F 2 , the marginal distributions of the coordinates in the two replicates, see Li et al. [1] section 2.2.2 for details. Continued on next page
